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* The Portuguese distributed e-infrastructure of hiological data

» A national expert multidisciplinary network in bioinformatics and
atlvanced data management

* The Portuguese Node of the European network of experts and
resources for biological data- ELIXIR
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Data Analysis
Data Management
Computing

Consulting and Training

SERVICES

UNLEASHING YOUR
CAPACITY
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PVA

D-Cell

Biome-Shiny
(Crash-course)

Python Video Annotator

D-Cellerate
(Crash-course)

DEVELOPMENT

TO EMPOWER THE
RESEARCHER
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esearch Problem:

nalyse mutations VIRTUAL
leed computing power MACHINES

BisData.pt
Request @ Agendo

TO EMPOWER THE
RESEARCHER

<« C @ my.agendo.science/configs/requests/ %* 06 @ :
= & o | SearchAgendo Q AnaPortugalMelo ~ i O
YOU ARE HERE > Configurations > Request class
® | Free search AND ~ | Search Q
Rows to display 10 ~ Show inactive requests
Predicted mutations
NAME 4 FACILITY MANAGER TYPE STATUS seqid position mutation D84C1 D84C2 D84C3 D84C4 D84C5 D84C6 D84C7 D84C8 D84C9 D84C10 D84C11 D84C12 D84C13 D84C14 annotation
Soformatcs amas E— Ricrdo Lete Horformates =) 1 1498 G-T 5.3% intergenic (-305/-35) |CABENIGC_00001 + / - CABENIGC_000¢
;, Ready for BioData Management BioData.pt Daniel Faria General .= u
’ ! 1 1,507 C—A 6.9%| 9.1%| 12.3% 7.4% intergenic (-314/-26) |CABENIGC_00001 « | = CABENIGC_000(
n Virtual Machine as a service BioData.pt Ricardo Leite computersand Vs (D
- 1 1,536 G-T 6.5% E2* (GAA—TAA) CABENIGC_00002 -+
Showing 1 to 3 of 3 entries revious 1 Next 3 1,555 GoT 8.2% Rl (AQA—‘AIA) CABENIGC.. s
1 1,567 T—A 5.6% L12* (TTA—TAA) CABENIGC_00002 —
1 1,587 G-T 18.8% D19Y (GAT—TAT) CABENIGC_00002 -
1 29,414 C-G 10.9% intergenic (+144/-261) | CABENIGC_00025 -+ | =+ CABENIGC_000:
V i rt | M | i S i 1 20,426 G-T 13.2%| 25.9%| 26.6%| 16.6%| 14.5%| 25.5%| 9.5%| 8.9%| 12.1%| 6.5%| 13.5%| 11.7%| 14.3%| 11.2%| intergenic (+156/-249) | CABENIGC_00025 -+ | -+ CABENIGC_000:
1 29,459 C—A 13.3% intergenic (+189/-216) | CABENIGC_00025 - | -+ CABENIGC_000:
1 74873 C-T 39.6%| 43.7%| 43.3%| 42.3%| 39.8%| 44.6%| 45.2%| 45.8%| 44.7%| 40.3%| 48.1%| 46.4%| 42.9%| 42.8%| L423L (CTG—ITG) CABENIGC_00066 —
position mutation D84C1 D84C2 D84C4 D84C5 D84C6 D84C7 D84C9 D84C10 D84C11 D84C12 D84C13 D84C14 annotation
1 74911 T-C 29.8%| 33.0%| 32.3%| 32.8%| 33.7%| 35.3%)| 36.7%| 32.6%| 31.2%| 26.9%| 34.4%| 35.3%| 29.2%| 35.4%| 435! (ATT—ATC) CABENIGC_00066 —
1 74956 G—A 19.7%| 19.5%| 21.7%| 14.9%| 20.8%| 25.5%| 22.5%| 18.7%| 15.6%| 11.6%| 20.4%| 20.2%| 17.3%| 19.0%| T450T (ACG—ACA) CABENIGC_00066 —
1 75,734 A-G 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100% 100%| 100%| 100%| A200A (GCA—GCG) CABENIGC_00067 -+
1 75,746 T-C 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100% 100%| 100%| 100%| G204G (GGT—GGC) CABENIGC_00067 —
1 75,785 G—T 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100% 100%| 100%| 100%| T217T (ACG—ACT) CABENIGC_00067 —
1 75,848 C—T 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100% 100%| 100%| 100%| T238T (ACC—ACT) CABENIGC_00067 —
1 75,860 G—A 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100%| 100% 100%| 100%| 100%| Q242Q (CAG—CAA) CABENIGC_00067 -+
1 75.8691 G—A 100%| 100%! 100%| 100%| 100%| 100%I| 100%!| 100%| 100%I| 100% 100%| 100%| 100%| K245K (AAG—AAA) CABENIGC 00067 -+

BisData.pt -

°®
I{}(r
PORTUGAL



Research Problem: BIOINFORMATICS
( Analyse big amounts of omics data CON SU LTI NG

I(l,eed bioinformatics expertise

o pisData. ot TO EMPOWER THE

RESEARCHER

Request @ Agendo
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FLAGSHIP
One Million Genomes PROJECTS

TO BE ENGAGED WITH

YOU
Declaration for delivering cross-border
access to genomic database
L milon genomes accessbl Deploy Genome Annotation Workflow to BioData.pt Cloud
in the y
@ i ocistngand Set up a national Local EGA end-point to host genomic

3’ Providing a sufficient scale for data

@; new clinically impactful
associations in research
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FLAGSHIP
CONVERGE - A Toolkit for Data Management PRO J ECT s

TO BE ENGAGED WITH
YOU

Connect and align ELIXIR Nodes to deliver
sustainahle
FAIR life-science data management services

Develop, identify and promote key data management
tools and resources for enabling FAIR data in key
domains such as the plant sciences
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CAPACITY BUILDING

SHARING A VISION WITH YOU

Ready for BioData Management?

Hands on DMP session

Datasets

o== Technical Resources

Eaer W Intro level workshop
DMP course
Seminar

288

A characterization of the DMP

Distribution

Funding c} “ag
Specific Information pertalning the funding of the project W

Contact @
A person or instituton that i to serve as contact for this OMP.

IHngT}mllﬂll 0f the preservation policies gg lI ce " se lﬁ

Rg}ﬂgumanauemeg} Costs

assoclated costs of the Df
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REPORT
2017~
2019

REPORT

TO GET YOUR ATTENTION

BiwData.pt e

THE PORTUGUESE
INFRASTRUCTURE FOR
BIOLOGICAL DATA

HIGHLIGHTS

June 2017-September 2019

386 participants

Bioinformatics expertise.

INTERNATIONAL
PUBLICATIONS

Achieving international recognition.

The Cool Tools for Science conference |

ELIXIR PT

51 7

1

fundamental and applied studies about Quercus suber, with a
focus on genetics.

put the spotlight on tools and
solutions to support research, rather
EVENTS thanan esearh 5. COMPUTING SERVICES
4 The event was very successful, attracting
Sharing a vision towards value creation even participants from abroad, and ) ) ) .
i : 196 participant : i : in thi Coordinated by INESC-ID, the BioData,pt computing infrastructure includes IST, IGC and
!rorn h;PI:gllcall dsta management and itk :::: MR ER AR CCMAR as cloud service providers. The service provides virtual machines on demand,
innovative tools. o ted b » ice.
We are looking forward to hosting L 26 o r a L N preness the et Wp«mms"‘m ing capacity to Galaxy Europe through the
further editions of the conference. Participants Tools Pulsar network, which enables Portugy to use the inf when
CorkOakDB aims to integrate the knowledge generated from submitting jobs to Galaxy Europe.

Report Period

of pant small ANA sequencing data
developed at BT

SRNA workfiow

PHYLOWIZ alows phylogenetic nference and data vissakzation for
large catasets of sequence based typing methods. X is avadabie a5 both
standalone 100! 54 3 Web applcat 3

PHYLOVIZ

BisData.pt

Systems Biology Tools Bicinformatics Tools
* BlomeShiny
* PhagePromoter
* GOEnrichment
* ADOPS
* BUAST DataBlase Manager
* SEDA
* EvoliD
* MITOBREAX
. 4Piped
* Trifusicn

* Structure threader

elixir

PORTUGAL

Communications  Academic New Communication This workshop served to disseminate the T 0 0 L s 785 1878 156 TB 321
Thesis Projects Awards work on standards and data management WORKSHOP A VvCPUs RAM Storage Active VMs
H | pr - Dec 2019
practices developed by the Plant Sciences * BLAST
Community at the mﬁ)::me el it Plant il 337 7
strong participation node. . * Feature Expression Visuahization Users Countries $ 1+ 0000000000000 00
17 18 3 7000+ The workshop included a keynote lecture Plleno.typll'lg- + Data Searches | ,
from the notable Dr. Anne-Frangoise Adam- enot p.ng * Direct Downloads Q >
Computin Models Compute New Blondon, which nearly filled the ITQB y : . .
oA e oA e puting P ) suditorkum to capacity, and  hands-on Data Cork0akDB features the first draft g of Q suber, in 2018 PYT H O N VI D E 0 A N N O TATO R !
Applications Infrastructure Website T d;la i | by the GENOSUBER consortium, and allows genome browsing and gene “\ jg
Nodes Users 5 subm 2 search. APPL w : Plhaas
which did fill the classroom to capacity. e m ent It also incorporates other types of data from cork oak scientific research, FOR ﬂ'_:x'fn S % g
0 T H E R C 0 M M U N |TY R including gene expression data from publicly available datasets. M i
OTHER NODE SERVICES SERVICES Lectures Hands-On The knowledge of the genetic structure of cork oak is essential for the future SERVICE : ﬁ §
devel of i ive breeding and prod i
e Bloinformatics Cocker Inages Project (Pegids) 80+ 30 From here on it will be possible to identify and study genes involved in the ‘ ‘ o
phant experimenta bicsogy s A project aiming to containerize commonty used - ¥ = acquisition of traits of interest, such as cork production or resistance to Iy
e i S Participants Participants Bigpata. s pests. The g q now available will also serve as a reference for
o sequencing other trees and identifying genetic An open source graphical appli for analyzing and ing events in
o dh) variability related to characteristics of interest. This portal is intended to video, Py was in concert with a video-capturing rig, with the
R e T b a repository of data origi d by f h in multipl aim of helping and ethology hers study animal beh
. pors | areas. Ultimately, the goal of this software tool and supporting set-up is to bring Open Science
ARNA wokfhow i 3 werkfow f the ssalysis practices to the study of animal behavior and promote rep! ility and i

During the period of this report, PVA was downloaded more than 2700 times.



THANK YOU

STAY TUNED
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Upcoming =
EVENtS and more £
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